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1. Introduction 
No other group of infectious agents has received increased attention from scientists in recent 
years than that of retroviruses. This reflects not only their importance as pathogens of 
humans and animals, but also its great value in studying the interactions between pathogens 
and host. 
The family Retroviridae comprises a large number of viruses that have the ability to insert its 
genome into the host cell and infect primarily vertebrates, despite having been described 
infections in other animals such as snails and insects. 
Viruses pathogenic to humans which cause infections worldwide can be divided into two 
main groups: the transformants and the cytopathic. The first, induce changes in the control 
of cell division and can lead to tumors, such as Human T-lymphotropic virus (HTLV), 
belonging to the genus Deltaretrovirus and is linked to neurological and hematological. 
Cytopathic retroviruses are members of the Lentivirus genus, such as the Human 
immunodeficiency virus (HIV), and are related to severe immunodeficiency condictions. 
The ubiquotous conditions, now known by the name of acquired immunodeficiency 
syndrome (AIDS) is caused by HIV and was first recognized in the summer of 1981. The 
spread of an emerging virus in all regions of the world, caused great losses both in terms of 
human lives as well as in the economic point of view. 
HIV infection results in a profound disorder in the host immune system, which is 
characterized by a decrease in the number of lymphocytes with the CD4 glycoprotein on 
their surface, especially helper T lymphocytes (ATL), with subsequent reversal of the ratio of 
CD4+ or CD8+ T lymphocytes. 
In Brazil, the HIV-1 dissemination reflects the grandeur and diversity sociogeographic of the 
country and its regional heterogeneity. The first cases of HIV/AIDS in Brazil, dates from 
1982 and were originated the Southeast individual, which today still has the highest number 
of reported cases of the disease. Subtypes B, F, C and D, in addition to samples of virus 
recombinants and dual infections in different geographical areas. In the present chapter, we 
describe the molecular epidemiology of HIV-1 infection in the Brazilian Amazon region, 
emphasizing its impact in the city of Belem, Capital of the Para State, which is the main port 
of entry into the Amazon, highlighting the occurrence of the circulating subtypes and the 
genetic profile of the host which is associated with the infection. 
www.intechopen.com
 HIV and AIDS – Updates on Biology, Immunology, Epidemiology and Treatment Strategies 
 
620 
Currently HIV-1 genetic heterogeneity is classified into four phylogenetic groups: M, N, O 
and P, which may reflect four interspecific transmission events from chimpanzees (Plantier 
et al., 2009). Group M (major) is the most frequently involves with human infectious 
worldwide and is composed of nine genetically distinct subtypes, named A, B, C, D, F, G, H, 
J and K, whose gene sequences differ approximately 20% (Taylor et al., 2008). 
In Brazil, HIV-1 is characterized by the occurrence of several subtypes of the M group, and 
includes subtype B, the most prevalent in the majority of the regions, followed by subtypes 
F, C, and D, (Monteiro et al., 2009) although some cities present a distinct pattern of 
distribution of these subtypes (Vicente et al., 2000; Soares et al., 2003). This diversity of 
subtypes could represent more than one port of entry of HIV-1 in the country, with the 
emergence of the epidemic occurring, probably in the late 1970's or early 1980's (Morgado et 
al., 1998). 
The circulating recombinant forms of HIV (CRFs) have an important role in regional and 
global epidemics of the virus, particularly in regions where multiple subtypes circulate 
simultaneously. Currently over 40 CRFs are recognized worldwide (http://www.hiv.lanl. 
gov), and five have been described in Brazil, designated as CRF28_BF, CRF29_BF, 
CRF39_BF, CRF40_BF e CRF31_BC (Sanabani et al., 2006; De Sá Filho et al., 2006, 
http://www.hiv.lanl.gov/content/sequence/HIV/CRFs/CRFs.html), where CRF_BC 
represents 11% of the HIV-1 viruses circulating in the Southern region of the country (Santos 
et al., 2006).  
In addition to the CRF, a large number of unique recombinant forms (URFs) have been 
characterized worldwide (McCutchan, 2006). Notoriously, a recombination is a potentially 
important mechanism that significantly contributes to HIV genetic variability with serious 
implications for diagnosis, drug treatment and optimal vaccine development (Sanabani et 
al., 2010). 
2. HIV-1 infection in the Brazilian Amazon region 
The molecular epidemiology of HIV-1 strains circulating in the Northern region of Brazil is 
poorly known (Table 1). The State of Para has 43.3% of the cases. Until June 2006, there were 
5919 infected individuals, in which 80.4% were men and 19.6% were women (Brasil, 2008). 
The prevalence of the infection in the State of Amapa is still low, although the region 
borders French Guiana and a great number of indigenous populations move freely between 
the two countries. The cities of Belem (State of Para), Manaus (State of Amazonas) and 
Macapa (State of Amapa) can be considered as the main entry of HIV-1 in northern Brazil. 
The city of Belem has one of the largest ports in the Brazilian Amazon and receives a great 
input of tourists throughout the year, while the city of Macapa is located next to several 
Indian tribes and borders countries such as Guyana, which generates a large population 
movement between two locations. The city of Belem shows the highest diversity of subtypes 
of HIV-1 in Brazil, having been identified the subtypes B, F, D, C and recombinant 
CRF02_AG subtype reflecting in this way, the same epidemiological profile found in almost 
all regions of Brazil (Sabino et al., 1996; Morgado et al., 1998; Ramos et al., 1999, Tanuri et al., 
1999; Vicente et al., 2000) and from South America (Marquina et al., 1996; Navas et al., 1999; 
Avila et al., 2002; Castro et al., 2003). 
The population group studied presented epidemiological characteristics which indicated 
that the heterosexual transmission of HIV-1 associated with sexual promiscuity, was the 
main way of virus dissemination. HIV-1 occurred mostly in the group of individuals who 
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reported having only primary and secondary education, as well as those with a heterosexual 
behavior. There was no statistically correlation between sex, educational level, sexual 
orientation and risk behavior for HIV-1, with subtypes B and F infection. 
Subtype C was identified in Belem and phylogenetic analysis supports the hypothesis that 
the virus was imported from the Southeast and Southern Brazil. Additionally, the 
recombinant CRF02_AG subtype, circulating in Belém-PA probably was reported for the 
first time in the Amazon region and reinforces the importance of epidemiological 
surveillance for the virus in the country. 
In Belem four subtypes were described in relation to env: B (88.3%), F (8.3%), D (1.7%), and C 
(1.7%); subtype B was the only one found in Macapa. In relation to the pro segment, there 
were four distinct subtypes in Belem: B (88.3%), F (9.3%), D (1.2%), and CRF02_AG (1.2%). 
In Macapa, subtypes B (97.1%) and F (2.9%) were detected. Six strains were characterized as 
mosaics: two were Benv/Fpro (1.6%), two Fenv/Bpro (1.6%), one Cenv/Bpro (0.85%), and one 
Benv/Dpro (0.8%) (Machado et al., 2009). 
When compared to the State of Amazonas, there is a higher concentration of cases of 
disease in Manaus (capital), which holds approximately 90% of cases (Fundação de 
Medicina Tropical do Amazonas, 2006). Manaus has greater human genetic diversity 
because of their indigenous origin and sociocultural strong influence of migration from 
the Northeast region of Brazil since the 1800’s when colonization occurred more 
intensely because of the business cycles of the rubber extractive exploratory projects, 
settlement of forest areas its transformation into an industrial area (Carneiro Filho,  
1998). 
There is evidence that the HIV / AIDS in the city of Manaus evolved with different patterns 
of distribution and expansion, whose characteristics define its consolidation in the initially 
affected districts still in the emergency epidemic, spreading later to other spaces receptive 
City (Silva et al., 2009). 
In Manaus, it was found almost equal proportions of HIV-1 strains belonging to subtype B 
(51.6%) and F (48.4%), a finding that differs from previous results from studies conducted in 
urban areas of southeastern Brazil (Vicente et al., 2000). 
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Table 1. Geographic distribution of subtypes of HIV-1 in northern Brazil. 
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3. Genetic background of HIV-1 infected subjects 
The pathogenesis of human immunodeficiency virus 1 infection is very complex and of 
course influenced by both viral and host factors (Cohen et al., 1997). Studies have 
focused the attention about the role of MBL gene variants and its serum concentration on 
the progression of AIDS in HIV-1-infected subjects (Garred et al., 1997; Prohászka et al., 
1997). 
Mannose-binding lectin (MBL) is a liver-derived pluripotent serum lectin that has a role in 
the host’s innate immune system (Turner, 2003) by binding with high affinity to mannose or 
other carbohydrate components existent in viruses, bacteria and yeast (Kuipers et al., 2003). 
However, MBL function is directly associated with its serum concentrations which are 
determined by the interplay between promoter and structural gene mutations (Madsen et 
al., 1995; Jüliger et al., 2000). 
Three mutations have been described in the structural region of the molecule (codons 52, 54 
and 57) from which are derived three allelic variants named MBL*D, MBL*B and MBL*C, 
respectively. On the other hand, the wild allele is called MBL*A (Madsen et al., 1994). The 
occurrence of these variants have been associated with MBL serum deficiency and 
consequently to susceptibility/resistance to infection by various pathogens, including HIV-1 
(Drogari-Apiranthitou et al., 1997; Garred et al., 1997; Prohászka et al., 1997; Luty et al., 1998; 
Hibberd et al., 1999; Peterslund et al., 2001; Klabunde et al., 2002; Roy et al., 2002; Song et al., 
2003). 
It was investigated the association between MBL gene polymorphism and the susceptibility 
to HIV-1 infection (Vallinoto et al., 2006). The study of 145 HIV-1-infected subjects and 99 
healthy controls showed the presence of alleles MBL*A, MBL*B and MBL*D, whose 
frequencies were 69%, 22% and 09% among patients and 71%, 13% and 16% among healthy 
controls, respectively. The presence of the variant MBL*B was associated with higher plasma 
viral load levels, suggesting the importance of the MBL gene polymorphism in the clinical 
evolution of HIV-1-infected patients.  
The prevalence of mutations in the -550 (H/L) and -221 (X/Y) mannose-binding lectin 
(MBL) gene promoter regions and their impact on infection by human immunodeficiency 
virus 1 (HIV-1) was investigated in a population of 128 HIV-1 seropositive and 97 
seronegative patients (Vallinoto et al, 2008). The allele identification was performed 
through the sequence-specific primer polymerase chain reaction method, using primer 
sequences specific to each polymorphism. The evolution of the infection was evaluated 
through CD4+ T-lymphocyte counts and plasma viral load. The allele and haplotype 
frequencies among HIV-1-infected patients and seronegative healthy control patients did 
not show significant differences. CD4+ T-lymphocyte counts showed lower levels among 
seropositive patients carrying haplotypes LY, LX and HX, as compared to those carrying 
the HY haplotype. Mean plasma viral load was higher among seropositive patients with 
haplotypes LY, LX and HX than among those carrying the HY haplotype. When promoter 
and exon 1 mutations were matched, it was possible to identify a significantly higher viral 
load among HIV-1 infected individuals carrying haplotypes correlated to low serum 
levels of MBL. The current study shows that haplotypes related to medium and low MBL 
serum levels might directly influence the evolution of viral progression in patients. 
Therefore, it is suggested that the identification of haplotypes within the promoter region 
of the MBL gene among HIV-1 infected persons should be further evaluated as a 
prognostic tool for AIDS progression. 
www.intechopen.com




Avila, M.M., Pando, M.A., Carrion, G., Peralta, L.M., Salomon, H., Carrillo, M.G., Sanchez, 
J., Maulen, S., Hierholzer, J., Marinello, M., Negrete, M., Russell, K.L. & Carr, J.K. 
(2002). Two HIV-1 epidemics in Argentina: different genetic subtypes associated 
with different risk groups. Journal of Acquired Immune Deficiency Syndrome. Apr 1, 
29(4):422-426, ISSN:1525-4135 
Brasil. Ministério da Saúde. Boletim Epidemiológico (2008). AIDS, 12: 1–57, 
http://portal.saude.gov.br/portal/svs/visualizar_texto.cfm?idtxt=21168. 
Carneiro Filho, A (1998). Manaus: fortaleza extrativismo-cidade, uma história da dinâmica 
urbana. In: Espaço e Doença Um Olhar Sobre o Amazonas. Rojas, L.B.I., Toledo, 
L.M. I.6.1-I.6.5, Fundação Oswaldo Cruz, Rio de Janeiro,. 
Castro, E., Echeverría, G., Deibis, L., González de Salmen, B., Dos Santos Moreira, A., 
Guimarães, M.L., Bastos, F.I. & Morgado, M.G. (2003). Molecular epidemiology of 
HIV-1 in Venezuela: high prevalence of HIV-1 subtype B and identification of a 
B/F recombinant infection. Journal of Acquired Immune Deficiency Syndrome. Mar 1, 
32(3): 338-344, ISSN:1525-4135 
Cohen, O.J., Kinter, A. & Fauci, A.S. (1997). Host factors in the pathogenesis of HIV disease. 
Immunology Reviews, 159: 31-48, ISSN:0105-2896. 
De Sa Filho, D.J., Sucupira, M.C., Caseiro, M.M., Sabino, E.C., Diaz, R.S. & Janini, L.M. 
(2006). Identification of two HIV type 1 circulating recombinant forms in Brazil. 
AIDS Research and Human Retroviruses, 22:1-13, ISSN: 0889-2229  
Drogari-Apiranthitou, M., Fijen, C.A.P., Thiel, S., Platonov, A., Jensen, L., Dankert, J. & 
Kuijper, E.J. (1997). The effect of mannan-binding lectin on opsonophagocytosis of 
Neisseria meningitides. Immunopharmacology, 38: 93-99, ISSN:0162-3109. 
Fundação de Medicina Tropical do Amazonas (2006). Coordenação Estadual do Programa 
de DST/Aids do Amazonas. Boletim Epidemiológico 1: 1-20. 
Garred, P., Richter, C., Andersen, A.B., Madsen, H.O., Mtoni, I., Svejgaard, A. & Shao, J. 
(1997). Mannan-binding lectin in the sub-Saharan HIV and tuberculosis epidemics. 
Scandinavian Journal of  Immunology., 46: 204–208, ISSN:0300-9475 
Hibberd, M.L., Sumiya, M., Summerfield, J.A., Booy, R. & Levin, M. (1999). Association of 
variants of the gene for mannose-binding lectin with susceptibility to 
meningococcal disease. Lancet, 353: 1049-1053, ISSN:0099-5355 
Jüliger, S., Luckner, D., Mordmüller, B., May, J., Weierich, A., Lell, B., Luty, A., Kremsner & 
Kun, F.J., 2000. Promoter variants of the human mannose-binding lectin gene show 
different binding. Biochemical and biophysical research communications, 275: 617-622, 
ISSN:0006-291X  
Klabunde, J., Berger, J., Jensenius, J.C., Klinkert, M.Q., Zelck, U.E., Kremsner, P.G. & Kun, 
J.F. (2000). Schistosoma mansoni: adhesion of mannan-binding lectin to surface 
glycoproteins of cercariae and adult worms. Experimental Parasitology, 95: 231–239, 
ISSN:0014-4894  
Kuipers, S., Aerts, P.C. & Van Dijk, H. (2003). Differential microorganism-induced mannose-
binding lectin activation. FEMS Immunology and Medical Microbiology, 36: 33-39, 
ISSN:0928-8244  
Luty, A.J., Kun, J.F. & Kremsner, P.G. (1998). Mannose-binding lectin plasma levels and 
gene polymorphisms in Plasmodium falciparum malaria. Journal of Infectious Diseases, 
178: 1221-1224, ISSN:0022-1899 
www.intechopen.com
 HIV and AIDS – Updates on Biology, Immunology, Epidemiology and Treatment Strategies 
 
624 
Machado, L.F., Ishak, M.O., Vallinoto, A.C., Lemos, J.A., Azevedo, V.N., Moreira, M.R., 
Souza, M.I., Fernandes, L.M., Souza, L.L. & Ishak, R (2009). Molecular 
epidemiology of HIV type 1 in northern Brazil: identification of subtypes C and D 
and the introduction of CRF02_AG in the Amazon region of Brazil. AIDS Research 
and Human Retroviruses, 25(10): 961-966, ISSN: 0889-2229 
Madsen, H.O., Garred, P., Kurtzhals, J.A., Lamm, L.U., Ryder, L.P., Thiel, S. & Svejgaard, A. 
(1994). A new frequent allele is the missing link in the structural polymorphism of 
the human mannan-binding protein. Immunogenetics, 40: 37–44, ISSN:0093-7711 
Madsen, H.O., Garred, P., Thiel, S., Kurtzhals, J.A.L.,Lamm, L.U., Ryder, L.P. & Svejgaard, 
A. (1995). Interplay between promoter and structural gene variants control basal 
serum level of Mannan-Binding Protein. Journal of Immunology, 155: 3013-3020, 
ISSN:0022-1767  
Marquina, S., Leitner, T., Rabinovich, R.D., Benetucci, J., Libonatti, O. & Albert, J. (1996). 
Coexistence of subtypes B, F, and as B/F env recombinant of HIV type 1 in Buenos 
Aires Argentina. AIDS Research and Human Retroviruses. Nov 20, 12(17):1651-1654, 
ISSN: 0889-2229. 
McCutchan, F.E. (2006). Global epidemiology of HIV. Journal of  Medical Virology., 78(Suppl 
1): S7-S12, ISSN:0146-6615  
Monteiro, J.P., Alcantara, L.C., de Oliveira, T., Oliveira, A.M., Melo, M.A., Brites, C. & 
Galvão-Castro, B. (2009). Genetic variability of human immunodeficiency virus-1 in 
Bahia state, Northeast, Brazil: High diversity of HIV genotypes. Journal of Medical 
Virology, 81(3): 391–399, ISSN:0146-6615 
Morgado, M.G., Guimarães, M.L., Gripp, C.B., Costa, C.I., Neves Jr, I., Veloso, V.G., 
Linhares-Carvalho, M.I., Castello-Branco, L.R., Bastos, F.I., Kuiken, C., Castilho, 
E.A., Galvão-Castro, B. & Bongertz, V (1998). Molecular epidemiology of HIV-1 in 
Brazil: high prevalence of HIV-1 subtype B and identification of an HIV-1 subtype 
D infection in the city of Rio de Janeiro, Brazil. Evandro Chagas Hospital AIDS 
Clinical Research Group. Journal of Acquired Immune Deficiency Syndrome, Aug 15, 
18(5): 488-494, ISSN:1525-4135 
Navas, M.C., Letourneur, F., Gomas, E., Boshell, J. & Saragosti, S (1999). Analysis of the V3 
loop sequences from 12 HIV type 1-infected patients from Colombia, South 
America.  AIDS Research and Human Retroviruses, Aug 10, 15(12): 1141-1144, ISSN: 
0889-2229 
Peterslund, N.A., Koch, C., Jensenius, J.C. & Thiel, S. (2001). Deficiency of mannan-binding 
lectin (MBL), association with severe infections after chemotherapy. Lancet, 358: 
637-638, ISSN:0099-5355 
Plantier, J.C., Leoz, M., Dickerson, J.E., De Oliveira, F., Cordonnier, F., Lemée, V., Damond, 
F., Robertson, D.L., Simon, F (2009). A new human immunodeficiency virus 
derived from gorillas. Nature Medicine, Aug, 15(8): 871-872, ISSN:1078-8956  
Prohaszka, Z., Thiel, S., Ujhelyi, E., Szlavik, J., Banhegyi, D., Fust, G. (1997). Mannan-binding 
lectin serum concentrations in HIV-infected patients are influenced by the stage of 
disease. Immunology Letters, 58: 171-175, ISSN:0165-2478 
Ramos, A., Tanuri, A., Schechter, M., Rayfield, M.A., Hu, D.J., Cabral, M.C., Bandea, C.I., 
Baggs, J. & Pieniazek, D (1999). Dual and recombinant infections: an integral part of 
the HIV-1 epidemic in Brazil. Emerging Infectious Diseases, 5(1): 65-74, ISSN:1080-
6040  
www.intechopen.com
 Molecular Epidemiology of HIV-1 Infection in the Amazon Region 
 
625 
Roy, S., Knox, K., Segal, S., Griffiths, D., Moore, C.E., Welsh, K.I., Smarason, A., Day, N.P., 
Mcpheat, W.L., Crook, D.W. & Hill, A.V.S. (2002). MBL genotype and risk of 
invasive pneumococcal disease: a case-control study. Lancet, 359: 1569-1573, 
ISSN:0165-2478. 
Sabino, E.C., Diaz, R.S., Brigido, L.F., Learn, G.H., Mullins, J.I., Reingold, A.L., Duarte, A.J., 
Mayer, A. & Busch, M.P. (1996). Distribution of HIV-1 subtypes seen in an AIDS 
clinic in Sao Paulo City, Brazil. AIDS, 10(13): 1579-84, ISSN:0953-0096 
Sanabani, S., Kleine Neto, W., Kalmar, E.M., Diaz, R.S., Janini, L.M. & Sabino, E.C. (2006). 
Analysis of the near full length genomes of HIV-1 subtypes B, F and BF 
recombinant from a cohort of 14 patients in Sao Paulo, Brazil. Infection, Genetics and 
Evolution, 6:368-377, ISSN:1567-1348  
Sanabani, S.S., Pastena, E.R., Neto, W.K., Martinez, V.P. & Sabino, E.C. (2010). 
Characterization and frequency of a newly identified HIV-1 BF1 intersubtype 
circulating recombinant form in São Paulo, Brazil. Virology Journal, 16, 7:74, 
ISSN:1743-422X 
Santos, A.F., Sousa, T.M., Soares, E.A., Sanabani, S., Martinez, A.M., Sprinz, E., Silveira, J., 
Sabino, E.C., Tanuri, A. & Soares, M.A (2006). Characterization of a new circulating 
recombinant form comprising HIV-1 subtypes C and B in southern Brazil. AIDS, 20: 
2011-2019, ISSN:0953-0096 
Silva, L.C., Santos, E.M., Silva, Neto, A.L., Miranda, A.E., Talhari, S. & Toledo, L.M. (2009). 
Pattern of HIV/AIDS infection in Manaus, State of Amazonas, between 1986 and 
2000. Revista da Sociedade Brasileria de Medicina Tropical, Sep-Oct,42(5): 543-50, 
ISSN:0037-8682  
Soares, E.A., Santos, R.P., Pellegrini, J.A., Sprinz, E., Tanuri, A. & Soares, M.A. (2003). 
Epidemiologic and molecular characterization of human immunodeficiency virus 
type 1 in southern Brazil. Journal of Acquired Immune Deficiency Syndrome, 34: 520–
526, ISSN:1525-4135 
Song, L.H., Binh, V.Q., Duy, D.N., Jüliger, S., Bock, T.C., Luty, A.J.F., Kremsner, P.G. & Kun, 
J.F.J. (2003). Mannose-binding lectin gene polymorphisms and hepatitis B virus 
infection in Vietnamese patients. Mutation Research, 522: 119-125, ISSN:0027-5107 
Tanuri A, Vicente AC, Otsuki K, Ramos CA, Ferreira OC Jr, Schechter M, Janini LM, 
Pieniazek D & Rayfield M.A. (1999). Genetic variation and susceptibilities to 
protease inhibitors among subtype B and F isolates in Brazil. Antimicrobial Agents 
Chemotherapy, 43(2): 253-258, ISSN:0066-4804 
Taylor, B.S., Sobieszczyk, M.E., McCutchan, F.E., Hammer, S.M. (2008). The challenge of 
HIV-1 subtype diversity. The New England Journal of Medicine, Apr 10, 358(15): 1590-
1602, ISSN:0028-4793  
Turner, M.W. (2003). The role of mannose-binding lectin in health and disease. Molecular 
Immunology, 40: 423-429, ISSN:0161-5890 
Vallinoto, A.C., Menezes-Costa, M.R., Alves, A.E., Machado, L.F., Azevedo, V.N., Souza, 
L.L., Ishak, M.O.G. & Ishak, R. (2006). Mannose-binding lectin gene polymorphism 
and its impact on human immunodeficiency virus 1 infection. Molecular 
Immunology, 43: 1358-1362, ISSN:0161-5890 
Vallinoto, A.C.R., Muto, N.A., Alves, A.E.M., Machado, L.F.A., Azevedo, V.N., Souza, 
L.L.B., Ishak, M.O.G. & Ishak, R. (2008). Characterization of the polymorphisms in 
www.intechopen.com
 HIV and AIDS – Updates on Biology, Immunology, Epidemiology and Treatment Strategies 
 
626 
the mannose-binding lectin gene promoter among human immunodeficiency virus 
1 infected subjects. Mem Inst Oswaldo Cruz, 103: 645–649, ISSN:1678-8060 
Vicente, A.C., Otsuki, K., Silva, N.B., Castilho, M.C., Barros, F.S., Pieniazek, D., et al. (2000). 
The HIV epidemic in the Amazon Basin is driven by prototypic and recombinant 
HIV-1 subtypes B and F. Journal of Acquired Immune Deficiency Syndrome, 23: 327–
331, ISSN:1525-4135. 
www.intechopen.com
HIV and AIDS - Updates on Biology, Immunology, Epidemiology
and Treatment Strategies
Edited by Dr. Nancy Dumais
ISBN 978-953-307-665-2
Hard cover, 694 pages
Publisher InTech
Published online 26, October, 2011
Published in print edition October, 2011
InTech Europe
University Campus STeP Ri 
Slavka Krautzeka 83/A 
51000 Rijeka, Croatia 
Phone: +385 (51) 770 447 
Fax: +385 (51) 686 166
www.intechopen.com
InTech China
Unit 405, Office Block, Hotel Equatorial Shanghai 
No.65, Yan An Road (West), Shanghai, 200040, China 
Phone: +86-21-62489820 
Fax: +86-21-62489821
The continuing AIDS pandemic reminds us that despite the unrelenting quest for knowledge since the early
1980s, we have much to learn about HIV and AIDS. This terrible syndrome represents one of the greatest
challenges for science and medicine. The purpose of this book is to aid clinicians, provide a source of
inspiration for researchers, and serve as a guide for graduate students in their continued search for a cure of
HIV. The first part of this book, â€œFrom the laboratory to the clinic,â€ ​ and the second part, â€œFrom the
clinic to the patients,â€ ​ represent the unique but intertwined mission of this work: to provide basic and clinical
knowledge on HIV/AIDS.
How to reference
In order to correctly reference this scholarly work, feel free to copy and paste the following:
Antonio Carlos Rosa ́rio Vallinoto, Luiz Fernando Almeida Machado, Marluísa de Oliveira Guimara ̃es Ishak and
Ricardo Ishak (2011). Molecular Epidemiology of HIV-1 Infection in the Amazon Region, HIV and AIDS -
Updates on Biology, Immunology, Epidemiology and Treatment Strategies, Dr. Nancy Dumais (Ed.), ISBN:
978-953-307-665-2, InTech, Available from: http://www.intechopen.com/books/hiv-and-aids-updates-on-
biology-immunology-epidemiology-and-treatment-strategies/molecular-epidemiology-of-hiv-1-infection-in-the-
amazon-region
© 2011 The Author(s). Licensee IntechOpen. This is an open access article
distributed under the terms of the Creative Commons Attribution 3.0
License, which permits unrestricted use, distribution, and reproduction in
any medium, provided the original work is properly cited.
